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Abstract: Phospholipase D(PLD) is a major kind of phospholipid hydrolase in plant, and play important

roles in response to environmental stress. According to coding sequence of PLDa gene from Chorispora

Bungeana and the sequence of pBI-121 vector, a pair of specific primers add Xbal and SacI restriction sites
to the ends of PLDa gene is designed. The purified PCR product is linked to pTG19-T vector and the
sequencing results show that the full-length of the inserted gene fragment is about 1 600 bp and showing

94. 6% homology to the sequence of Arabidopsisthaliana PLDa. The recombinant plasmid is identified by

restriction analysis and PCR, sequence analysis indicates that the pBI121-PLDq expression vector is

constructed successfully.
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* The sequences of the PLDs used for construction of the tree are listed in the GenBank data base under the following
accession numbers: AtPLD alphal (GenBank accession No. NM112443); AtPLD alpha2 (No. NM104135); A¢tPLD alpha3
(No. NM122446); BoPLD2 (No. AF090444); VuPLD (No. U92656); FxaPLD alpha (No. AY758359); GhPLD alpha2

( No. GU569953 ); NtPLD ( No. Z84822 ); OsPLD ( No. D73411 ); VwPLD alpha ( No. XM002268159 ); ZmPLD
(No. D73410).
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